I F—DHEMEE

1287H(A)1500-16:00 g MFEF v /I\A B2 1R 45 ARZEE

Transcription factories:
genome organization and gene regulation

Dr. Peter R. Cook

Professor

Sir William Dunn School of Pathology
University of Oxford

Peter Cook {1, MR DEEELIEEICEA L THRZ) —
FIBHEETY, Fl. EEOHIE & Mg ER iR
LT I&EE777b)—] EWS5B2%EEL. EBPEHE

BZRICKVZDETIVERIE. BRBTETEE LR, w2

~ o F—TI3. RO/ OIF U REE(ERERGEEDMRER
— AT, 7/ LEREEBELEGCFRIAFHODERFIRIC
T BYREEERELTVESFETY,

Model for all genomes

Prokaryote || Eukaryote

Selected reviews: territory

in nucleus

Feuerborn A, Cook PR. Why the activity of a gene

euchromatin .~ hetero-

depends on its neighbors. Trends Genet. 2015 hromat
Sep;31(9):483-90. doi: 10.1016/j.tig.2015.07.001. ;‘;:;3:3 %%/
Cook PR. A model for all genomes: the role of factory
transcription factories. J Mol Biol. 2010 Jan 8;395 n o
(1):1-10. doi: 10.1016/j.jmb.2009.10.031. Iac:g::hed ™, ::;
Cook PR. The organization of replication and to factory
’Er5a4n231c)r.|§);|88;5SCIence. 1999 Jun 11;28 Zig-zagging string |
- - nucleosome ot

DNA duplex —

from adapted from Cook PR (2001)
Cook PR (2002) ‘Principles of nuclear structure and function’
Nat Genet 32, 347 J Wiley and Sons, New York

Perter Cook lab website & +)

ERE BV AT LER AN &
e-mail: hkimura@bio.titech.acjp %R : 5742




